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ARRANGEMENTS FOR ACCESS TO THE CSC GENOMIC FACILITIES

(Illumina high throughput sequencing systems and

Affymetrix and Agilent microarray platforms)
Background and Purpose

1. The CSC has purchased an Illumina HiSeq2000 high throughput DNA sequencing system in 2008. The CSC also has Affymetrix and Agilent platforms to support microarray studies. The CSC Genomics Lab can also provide access to Roche 454 sequencing via collaboration with UCL Genomics.
2. This document sets out the arrangements for accessing the Illumina, or the Microarray facilities.  The high throughput DNA sequencing systems come into force on 1 January 2009 and will be reviewed by the CSC in the light of experience after the first year of operation.

Management and academic oversight
3. The HiSeq is installed in and forms part of the CSC Genomics Core Laboratory (GCL), which is sited on the 7th floor of the Commonwealth Building.  The GCL is managed by Dr Mick Jones (mick.jones@csc.mrc.ac.uk, 020 8383 1643) and Dr Laurence Game (laurence.game@csc.mrc.ac.uk, 020 8383 3788), who are the joint facility managers.

4. Academic oversight of the GCL will be provided jointly by Professor Matthias Merkenschlager, Prof Ana Pombo and Dr Stuart Cook.

Eligibility for access

5. The HiSeq has been acquired using CSC funds to support primarily the genetics and epigenetics research programmes of the CSC. Sequencing projects using the Roche 454 platform are still part of the GCL services and facility staff will perform the sample preparation in the facility and run samples on the UCL Genomics platform.  CSC research groups will have preferential access to the high throughput sequencing services.  Access to these services is also open to bona fide members of Imperial College.

6.
The Affymetrix and Agilent microarray platforms have been acquired using mostly CSC funds to support primarily the research programmes of the CSC.  CSC research groups will have preferential access to these machines.  Access to the equipment is also open to bona fide members of Imperial College.

Terms of business

Requests for access
7.
All potential users requiring access to the high throughput DNA sequencing machines must complete the project proposal form at Annex 1.  Potential users requiring access to the Affymetrix or Agilent microarray platforms must complete the project proposal form at Annex 2.  The completed form(s) must be submitted to the facility managers (see 3. above for contact details).

Assessment of project proposals

8.
All project proposals will be reviewed by the academic advisors to ensure that they represent good use of the facility.  In the event of capacity issues arising, the academic advisors will also advise on the priority to be attached to individual projects.

9.
Project proposals will be reviewed on a monthly basis. The facility managers will be able to provide help in filling the form and advise on experimental design and cost. Only complete forms will be submitted to the academic advisers. 
10.
Users will be notified of the outcome of their project proposal within 2 weeks of the project being submitted. 
11.
Users who wish to appeal against any decision of the academic advisors may do so in writing to the Director of the CSC, Professor Mandy Fisher (amanda.fisher@csc.mrc.ac.uk) within 5 working days of notification of the outcome.  The decision of the Director of the CSC will be final.

Workload scheduling

12.
Workload scheduling on all the facility platforms is the responsibility of the facility managers, whose decision on such matters is final.

Scope of service provided

13
The facility managers will provide limited advice on the use of the HiSeq machines and the Affymetrix and Agilent microarray platforms.  Anything over and above limited advice will be chargeable at the discretion of the facility managers.

14.
Users are responsible for their own sample and library preparation.

15.
The machines may only be run by trained facility staff.

16.
Data generated by the machines and held on local storage will be post-processed and quality controlled by facility staff.  The post-processed data will be made available to end users who will be responsible for any further data analysis.  The GCL will not keep raw data (see Data storage arrangements below).

Financial matters
17.
The following prices apply:

HiSeq2000 - The approximate price for a full run is between £4,000 – 10,000 depending upon the actual samples to be analysed.    All users are required to purchase their consumables through the GCL.  Details of consumables costs are available from the facility managers.

Affymetrix and Agilent – The approximate cost per sample for Affymetrix arrays is between £300 and £500 depending upon the actual samples/array to be analysed.
18.
The actual prices for the HiSeq2000 are experimental and may be revised – up or down – depending on demand and will in any case be reviewed at the end of the first year of operation.

19.
All work on all platforms is chargeable, including trial runs, pilot studies and protocol development runs.  

20.
CSC users are required to provide a CSC grant code (core or external grant) to which costs will be charged before any work commences.

21.
Imperial College users are required to provide a standard Imperial College purchase order for all work that they require done.  This must include the following items:

· The price, as agreed with the facility manager.

· The facility job reference number, to be notified by the facility manager.

· The number of the grant to which the cost is to be charged.

· The name and telephone number of a customer contact who can deal with any queries relating to payment.

· A brief description of the work to be done.

VAT at the standard rate (currently 17.5%) will be added to the price.  If the user is not the PI of the grant to which the cost will be charged, documentation that the PI will accept the charge on the grant is required (an e-mail will suffice).

22.
Usage will be logged and invoices issued by CSC Finance within 30 days.
23.
Invoices must be paid within 30 days.  Late or non-payment of invoices will result in further access to the facility being denied until payment is made in full.

24.
Contributions in kind are not acceptable.

Data storage arrangements

25.
Both the HTsequencing and microarray platforms have limited local data storage capacity which means that post-processed data from all these platforms will be either held temporarily on secure storage on the CSC SAN (for CSC users) or copied to portable hard drives for upload elsewhere (Imperial College users). Users should make provision to purchase external hard drives of 1-2 terabytes and should contact the facility managers to check the compatibility before ordering a disk.
For the HiSeq platform: Processed images, base calling and alignment data will be generated in the facility and will be handed over to users within 30 days of the run completion. It is the ENTIRE RESPONSIBILITY OF USERS to store and backup the data once it has been handed over to them. The Genomics Lab will delete ALL the data to make space for new runs and WILL NOT keep any copy of the data. It is recommended to keep a copy of processed images and any downstream analysis files as these are likely to be required for publication. 
The CSC is looking into the possibility of purchasing additional tape archiving system to store processed images for CSC users only. If and when such a system is in place it will only be used as a archiving system to comply with the MRC genomics data storage policy and users will still be responsible for the storage and backup of their data until publication. 

26.
Although reasonable endeavours will be used, the confidentiality of experimental data is not guaranteed.

Acknowledgement in publications

27.
Unless they are co-authors, the work of the staff of the CSC Genomics facility must be acknowledged in all publications and communications.

Variations to terms of business
28.
For the avoidance of doubt the staff of the GCL do not have the authority to vary these terms of business for any individual user.

Lindsay Green

Administrative Director

CSC

June 2011

Annex 1

High Throughput DNA Sequencing Proposal

Please read the attached notes on page 8 and fill in the form as appropriate.

	Short Project Title:
	

	Project Type 1:
	

	CSC Group or Division/Department:
	

	Name of Project Proposer:
	

	Name of PI (if different from Proposer)
	

	E-mail Address:
	

	Telephone No:
	

	CSC or Imperial College Grant Code (for invoicing):
	

	Purchase Order Number (Imperial College users only):
	

	Sequencing Platform (Illumina HiSeq or Roche -454)
	

	Type of assay e.g. ChIP-seq, RNA-seq, re-sequencing 
	

	Size of DNA Target (bp or kbp) 3,4:
	

	Number of DNA Samples 3,4:
	

	Total Size to be Sequenced (bp or kbp) 3,4:
	

	Do you have at least 1 terabyte of storage space to take ownership of your data?
	

	Projected Cost 2:
	

	Facility Job Reference Number 4:
	


Project Summary

Write below not more than a one-page project summary (include where possible brief details of the target DNA region under investigation). Please state clearly the Bioinformatics support you have in place for analysis and data storage.
	Signature:
	

	Date:
	


Notes:

1.
Project Type.  Proposers should enter 1, 2 or 3, depending on the nature of the project:

	1
	The proposed project is part of a core-funded CSC programme and the cost will come from CSC core funds.

	2
	The proposed project is part of a core-funded CSC programme but the cost will come from sources other than CSC core funds, eg. an external grant. 

	3
	The proposed project is not part of a core-funded CSC programme.


2.
Proposers must discuss the actual cost of individual projects with the facility managers in advance of submitting the form as costs will be dependent on the nature and scale of the project.

3.

4.
The Illumina HiSeq can generate up to 300 Gigabases/run for paired-end 100bp reads and up to 150 Gigabases/run for single end 100bp reads. The run time is ~12 days for 2x100bp runs.

The flow cell is divided into 8 lanes, each one accommodating ~50 million templates.

The HiSeq read length is currently either 50 bases or 100 bases, single or paired-end.
Non-required lanes cannot be blanked off and runs will be filled up in the most practical way by facility managers.

5.
A Facility Job Reference Number will be added only after discussions about costs have been concluded (see 2. above)

Annex 2

Microarray Proposal

Please read the attached notes on page 11 and fill in the form as appropriate.

	Short Project Title:
	

	Project Type 1:
	

	CSC Group or Division/Department:
	

	Name of Project Proposer:
	

	Name of PI (if different from Proposer)
	

	E-mail Address:
	

	Telephone No:
	

	CSC or Imperial College Grant Code (for invoicing):
	

	Purchase Order Number (Imperial College users only):
	

	Platform to be used (Affymetrix or Agilent):
	

	Number of samples
	

	Type of arrays (eg. Human Exon 1.0) 3:
	

	Projected Cost 2:
	

	Facility Job Reference Number 4:
	


Project Summary

Write below not more than a one-page project summary (include brief details of the experimental design including the different conditions, number of replicates, etc.). Please state clearly the Bioinformatics support you have in place for data storage and analysis.
	Signature:
	

	Date:
	


Notes:

1.
Project Type.  Proposers should enter 1, 2 or 3, depending on the nature of the project:

	1
	The proposed project is part of a core-funded CSC programme and the cost will come from CSC core funds.

	2
	The proposed project is part of a core-funded CSC programme but the cost will come from sources other than CSC core funds, eg. an external grant. 

	3
	The proposed project is not part of a core-funded CSC programme.


2.
Proposers must discuss the actual cost of individual projects with the facility managers in advance of submitting the form as costs will be dependent on the nature and scale of the project.

3.
Current Affymetrix arrays supported are:

	Type of Array
	Species
	Assay

	Exon 1.0 ST
	Human, mouse, rat
	WT Target Labelling

	Gene 1.0 ST
	Human, mouse, rat
	WT Target Labelling

	Expression 3’ arrays
	All
	3’ one- and two-cycle labelling IVT-Express

	SNP arrays
	Human
	

	Tiling arrays
	Human, mouse, rat
	



For other arrays, please contact the facility managers

4.
A Facility Job Reference Number will be added only after discussions about costs have been concluded (see 2. above)
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