GENOMICS LABORATORY PUBLICATIONS – August 2011
1. A role for cohesin in T-cell-receptor rearrangement and thymocyte differentiation.

Seitan VC, Hao B, Tachibana-Konwalski K, Lavagnolli T, Mira-Bontenbal H, Brown KE, Teng G, Carroll T, Terry A, Horan K, Marks H, Adams DJ, Schatz DG, Aragon L, Fisher AG, Krangel MS, Nasmyth K, Merkenschlager M. 

Nature 2011. Aug 10.1038. 

2. Directional next generation RNA sequencing of endoglin and examination of premature termination codon mutations - implications for mutational mechanims and genotype-phenotype correlations in hereditary haemorrhagic telangiectasia. 

Govani FS, Giess A, Mollet IG, Begbie ME, Jones M, Game L, and Shovlin CL. (2011). 

Submitted to Mol. Syndromol.

3. Enhancement of TGF-β Signaling Responses by the E3 Ubiquitin Ligase Arkadia Provides Tumor Suppression in Colorectal Cancer 

Vikas Sharma, Anna G. Antonacopoulou, Shinya Tanaka, Alexios A. Panoutsopoulos, Vasiliki Bravou, Haralabos P. Kalofonos and Vasso Episkopou. (2011). 

Submitted to Cancer Research.

4. The host genomic environment of the provirus determines the abundance of HTLV-1-infected T-cell clones.

Gillet NA, Malani N, Melamed A, Gormley N, Carter R, Bentley D, Berry C, Bushman FD, Taylor GP, Bangham CR. 

Blood 2011 117(11):3113-22.

5. Gene expression profiling in male genital lichen sclerosus. 

Edmonds E, Barton G, Buisson S, Francis N, Gotch F, Game L, Haddad M, Dinneen M, Bunker C. 

Int J Exp Pathol. 2011 Jun 30. 

6. Characterization of the macrophage transcriptome in glomerulonephritis susceptible and -resistant rat strains.

Maratou K, Behmoaras J, Fewings C, Srivastava P, D'Souza Z, Smith J, Game L, Cook T, Aitman T. 

Genes Immun 2011. 12(2):78-89. 

7. Exploring the use of internal and externalcontrols for assessing microarray technical performance.

Lippa KA, Duewer DL, Salit ML, Game L, Causton HC. 

BMC Res Notes 2010. 3:349.
8. Familial amyotrophic lateral sclerosis is associated with a mutation in D-amino acid oxidase
Mitchell, J; Paul, P; Chen, H-J; Morris, A; Payling, M; Falchi, M; Habgood, J; Panoutsou, S; Winkler, S; Tisato, V; Hajitou, A; Smith, B; Vance, C; Shaw, C; Mazarakis, N D; and de Belleroche, J. (2010)

Proc. Natl. Acad. Sci. 107(16) 7556-7756

9. Repeatability of published microarray gene expression analyses.
Ioannidis J, Allison DB, Ball CA, Coulibaly I, Cui X, Culhane AC, Falchi M, Furlanello C, Game L, Jurman G, Mangion J, Nitzberg M, Page GP, Petretto E, van Noort V

Nat Genet. 2009 Feb; 41(2):149-55. Epub 2008 Jan 28

10. EMMAS: An extensible grid-based Rich Internet Application for microarray data analysis and management

Barton G, Abbot J, Chiba N, Huang DW, Krznaric M, Mack-Smith J, Saleem A, Sherman BT, Tiwari B, Tomlinson C, Aitman T, Darlington J, Game L, Sternberg MJE, Butcher S

BMC Bioinformatics, 2008 Nov 25;9(1):493

11. MiMiR – an integrated platform for microarray data sharing, mining and analysis

Tomlinson C, Thimma M, Alexandrakis S, Castillo T, Dennis JL, Brooks A, Bradley T, Turnbull C, Blaveri E, Barton G, Chiba N, Maratou K, Soutter P, Aitman T, Game L

BMC Bionformatics. 2008 Sep18;9:379

12. Jund is a determinant of macrophage activation and is associated with glomerulonephritis susceptibility

Behmoaras J, Bhangal G, Smith J, McDonald K, Mutch b, Lai PC, Domin J, Game L, Salama A, Foxwell BM, Pusey CD, Cook HT, Aitman T

Nat Genet. 2008 May;40(5):553-9

13. Temporal regulation of expression of immediate early and second phase transcripts by endothelin-1 in cardiomyocytes

Cullingford TE, Clerk A, Markou T, Fuller SJ, Giraldo A, Pikkarainen S, Zoumpoulidou G, Alsafi, A, Ekere C, Kemp TJ, Dennis JL, Game L, Sudgen PH
Genome Biol, 2008 Feb 14;9(2):R32

14. Novel Effectors of Directed and ngn2 Mediated Differentiation of Mouse Embryonic Stem Cells into Endocrine Pancreas Progenitors

Serafimidis I, Rakatzi I, Episkopou V, Gouti M, Gavalas A

Stem Cells. 2008 Jan;26(1):3-16, Epub 2007 Oct 11

15. Candidate genes that determine response to salt in the stroke-prone spontaneously hypertensive rat: congenic analysis

Graham D et al
Hypertension. 2007 Dec;50(6):1134-41. Epub 2007 Oct 15

16. The Transcriptional Corepressor RIP140 Regulates Oxidative Metabolism in Skeletal Muscle

Seth A, Steel JH, Nichol D, Pocock V, Kumaran MK, Fritah A, Mobberley M, Ryder TA, Rowlerson A, Scott J, Poutanen M, White R, Parker M
Cell Metab. 2007 Sep;6(3):236-45

17. Microarray analysis and functional genomics identify novel components of melanopsin signalling

Peirson SN, Oster H, Jones SL, Leitges M, Hankin MW, Foster RG

Curr Biol. 2007 Aug 21;17(16):1363-72

18. SNP genome scanning localizes oto-dental syndrome to chromosome 11q13 and microdeletions at this locus implicate FGF3 in dental and inner-ear disease and FADD in ocular coloboma.

Gregory-Evans CY, Bloch-Zupan A, Moosajee M, Hodges M, Mackay D, Game L, Vargesson N, Rushchendorf F, Santos-pinto L, Wackens G, Gregory-Evans K

Hum Mol Genet. 2007 Oct 15;16(20):3482-93. Epub 2007 Jul 25

19. Effect of bisphenol A on human chorionic gonadotrophin-stimulated gene expression of cultured mouse Leydig tumour cells

Takamiyaa M, Lambard S, Huhtaniemib IT

Reprod Toxicol. 2007Aug-Sep;24(2):265-75. Epub 2007 Jul 10

20. The psoriatic transcriptome closely resembles that induced by interleukin-1 in cultured keratinocytes: dominance of innate immune responses in psoriasis

Mee JB, Johnson CM, Morar N, Bursiem F, Groves RW

Am J Pathol. 2007 Jul;171(1):32-42

21. Ability to acquire drug resistance arises early during the tumorigenesis process

Yague E, Arance A, Kubitza L, O’Hare M, Jat P, Ogilvie CM, Hart IR, Higgins CF, Raguz S

Cancer Res. 2007 Feb 1;67(3):1130-7

22. Early acquisition of cytolytic function and transcriptional changes in a primary CD8+ T-cell response in vivo

Chiu C, Heaps AG, Cerundolo V, McMichael AJ, Bangham CR, Callan MF

Blood 2007 Feb 1;109(3):1086-94. Epub 2006 Sep 21.

